-Light-use efficiency parameters (NPQ: non-photochemical quenching) assessed in faba bean plants (Vicia faba). AM networks via the donor plant were (M+) established in receiver plants or not (M-). Donor plants in these systems were (A+) infested with aphids or not (A-). The parameters were measured during the aphid infestation period (Day 1 -24, Day 2 -48, Day 3 -72H). Values are means (n=5).Error bars represent 95% confidence interval.
Supplementary Table S1 -Fold changes of primary metabolic profiles relative to M-A-treatment, normalised to the internal standard (ribitol) and dry weight of the samples, in undisturbed root-free compartments. AM networks via the donor plant were (M+) established in receiver plants or not (M-) . Donor plants in these systems were (A+) infested with aphids or not (A-). EXT ID: external database ID from public reference library (CHEBI).Significant P-values (<0.05) are in bold. Values are means ± standard error (SE). n=5.
1 In each row, followed by the same letter are not significantly different by Tukey's HSD with a P-value fdr (false discovery rate) correction. File format data were exported in a net.cdf format using Agilent MSD ChemStation
Classes
Pre-processing details data files were deconvoluted using an automated mass spectral deconvolution and identification system AMDIS (NIST, Gaithersburg, USA)
Statistics
Data was normalized by dividing each peak intensity by the corresponding internal standard peak intensity, followed by dividing by the dry weight of each sample. Log10 transformation allowed the distributions to fit the assumptions of the ANOVA (p<0.05), followed by a Fisher's LSD post-hoc analysis. All statistical analsysis were done in R software. Metabolite Identifications unknown compounds not applicable identified compounds metabolites were identified by mass spectral matching against the published FAME MDN35 Library, from Golm Metabolome Database (http://gmd.mpimpgol.mpg.de/download/) by using AMDIS and TagFinder 4.0 software
